frequency distribution of yield under saline conditions for HEB lines, Barke, and the three check lines (CM72, 58/1A, and 116/2A) used in the Dubai field trials. Barke, a German elite cultivar, has a high yield under Dubai field conditions and exhibits a high level of salinity tolerance (Table 1) . Barke even outperforms the locally adapted check lines, which are considered to have a degree of salinity tolerance. HID_114  68  13  HID_138  52  14  HID_140  60  15  HID_144  57  16  HID_219  58  17  HID_249  51  18  HID_270  22  19  HID_294  52  20  HID_295  51  21  HID_357  47  22  HID_358  42  23  HID_359  56  24  HID_380  58  25  HID_386  57  Total  1,336 For an overview of the complete HEB-25 population, see Maurer, et al. 1 .
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Correlations between traits in the field
Flowering and maturity time are highly positively correlated and are both negatively correlated with ripening period (Table 2 ). In addition, flowering time and height are negatively correlated. 
Flowering loci control yield in the field
While earlier flowering has been related to higher yield under drought conditions 6 , it is interesting to observe this relationship in irrigated field experiments, in which water is not a limiting factor. Earlier flowering in the current experiment is likely to be beneficial because it reduces plant exposure to higher temperatures that occur increasingly as the season progresses in Dubai (Supplementary Table 5 We found that the sdw1 locus (also known as denso) located on chromosome 3H (at 105-110 cM) 11 accelerates flowering and maturity time and extends the ripening period under both control and saline conditions. In addition, this locus increases plant height and reduces yield; but, importantly, its role in reducing yield is more prominent under control than under saline conditions. At the same time, sdw1 plays a greater role in increasing thousand grain mass under saline than under control conditions. The combination of these effects leads to this gene playing a role in increasing the salinity tolerance of these plants. The wild allele at the sdw1 locus is known to reduce both flowering and maturity time and to increase plant height and thousand grain mass compared with the cultivar allele 12 . In addition, a gibberellic acid (GA) GA-20 oxidase has been proposed as a candidate for the sdw1 locus 11 , and GA-to-ABA ratios have been shown to determine the differentiation of nucellar projections, an important step in the growth of barley grains 13 . We suggest that the wild allele of sdw1 might allow plants under saline stress to direct their potential more towards filling grain rather than increasing plant height.
Flowering and Ppd loci
The results of Maurer, et al. 1 showed that the Ppd-H1 locus, located on chromosome 2H (at 20-25 cM) 14 , was a major locus, with the wild barley allele promoting earlier flowering by 9.5 days.
In contrast, under Dubai field conditions, the wild Ppd-H1 allele delays flowering by 2 days. Germany.
Loci associated with yield
When studying yield in HEB-25, it is important to note that this trait is mainly influenced by 
